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The difference in the composition of the high molecular weight glutenin 
subunits (HMW-GS) is related to the changes in dough strength and bread 
wheat quality. Information about changes in the HMW-GS during the 
different breeding periods are valuable for adjustment of wheat quality 
breeding activities. Therefore, a historical set of previously and currently 
widely grown bread wheat cultivars was used in this study to determine 
HMW-GS subunits composition. Also, the standard system of designating 
glutenin loci, alleles and glutenin subunits was applied enabling further 
calculation of the HMW-GS Glu score. Results from this study showed that 
the composition of HMW-GS varied between wheat cultivars, period of 
cultivars release and country of origin. Considering Glu-A1 locus, subunit 1 
was registered in only three cultivars, while N and 2* subunits were the most 
frequent. After 1990, the frequency of N allele increased and was found in 
more than two-third of cultivars. Within the Glu-B1 locus, 7+9 subunit was 
the most frequent in the studied set of winter wheat cultivars, following by 
7+8, 7 and 20 subunits. At the Glu-D1 locus, the 5+10 subunit was the most 
frequently observed in wheat cultivars, subunit 2+12 was found in 10 
cultivars, while Apache was characterized by 3+12 subunit. Considering the 
improvement in the Glu score, there was no clear pattern of changes with 
year of cultivar release since cultivars with high and low score have been 
identified among old, medium and modern cultivars. In conclusion, the most 
frequently determined subunits in modern wheat cultivars, were N, 7+9 and 
5+10 at Glu-A1, Glu-B1 and Glu-D1 locus, where 7+9 and 5+10 could be 
related with improved gluten quality and strength. 
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